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SARS-CoV-2 Variant Spike glycoprotein

Receptor-binding domain(N501Y),
Rabbit IgG1 Fc tag (100ug)

Code No. HAK-SPDUK_UL-1

Background

Recently, it was clarified that the Spike
glycoprotein of SARS-CoV-2 binds to
Angiotensin-converting enzyme 2(ACE2)
present on the cell membrane and then
the virus is taken up into the cell when
the infection occurs. Therefore, ACE2 is
considered as a receptor for SARS-CoV-2
and this product (SARS-CoV-2 Spike
glycoprotein Receptor-binding domain,
Rabbit IgG1 Fc Tag) corresponds to the
binding site of the Spike glycoprotein to
the viral receptor ACE2 ‘) .

One of several novel variants of SARS-
CoV-2, Variant of Concern (VOC)
202012/01 (lineage B.1.1.7), was first
detected in southeast England in
September 2020 and spread to become
the dominant lineage in the United
Kingdom in just a few months .

VOC 202012/01 is defined by 17
mutations, of which eight are in the
spike protein, which mediates SARS-
CoV-2 attachment and entry into human
cells. At least three mutations potentially
affect viral function. Mutation N501Y is a
key contact residue in the receptor
binding domain and enhances virus
binding affinity to human ACE2 &%),

As shown in the usage example, a
highly sensitive binding assay can be
performed by this product (HAK-
SPDUK_UL-1) and human ACE2 His tag
(HAK-ACE2_UL-1).
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Product information
1. Protein Structure

SARS-CoV-2 Variant Spike glycoprotein
Receptor-binding domain(N501Y), Rabbit
IgG1 Fc Tag (HAK-SPDUK_UL-1) contains
Arg319-Phe541 of SARS-CoV-2 Variant
Spike glycoprotein tagged with Fc region
of rabbit IgG1 and histidin at its C-
terminus. The protein was expressed
and secreted from HEK293 cells,
followed by the purification using a
Protein A column.

2. Purity
>95% (SDS-PAGE)

3. Composition

SARS-CoV-2 Variant Spike glycoprotein
Receptor-binding domain(N501Y), Rabbit
IgG1 Fc Tag 1mg/mL,

0.1M PBS (pH7.2~7.4)

4 . Storage:

Please avoid repeated freeze-thaw
cycles.

The product must be stored at -70°C
or lower upon receipt.

It is recommended to make small
aliquots when using.

5. SDS-PAGE

500ng of the product was
electrophoresed on 4~20% gradient gel
and stained with CBB.

Please read this manual carefully before use.

For research use only, not for diagnostic use.
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Binding assay

ACE2 / SARS-CoV-2 Variant S RBD (N501Y)
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References

1. Binding assay (1)
Human ACE2 His tag was immobilized

in a 96-well plate by adding at (2)
0.1ug/100 pL/well. Then 0.293-

300ng/mL of SARS-CoV-2 Variant Spike
glycoprotein Receptor-binding
domain(N501Y), Rabbit IgG1 Fc Tag was (3)
added to the wells. The binding was
detected with HRP-labeled anti-rabbit

IgG secondary antibody.

The linear range in the standard curve (4)
was 0.293-18.8ng/mL. Detail protocol
for the binding assay is provided
separately.

In this protocol, replace SARS-CoV-2
Spike glycoprotein Receptor-binding
domain with SARS-CoV-2 Variant Spike
glycoprotein Receptor-binding domain

(N501Y).

Alexandra C. Walls, Young-Jun
Park, et al., Cell 180, 1-12 (2020)
Public Health England,
“Investigation of novel SARS-
COV-2 variant: Variant of
Concern 202012/01” (2020)

H. Gu, Q. Chen, et al., Adaptation
of SARS-CoV-2 in BALB/c mice
for testing vaccine efficacy.
Science 369, 1603-1607 (2020).
T. N. Starr, A. J. Greaney, et al,,
Deep Mutational Scanning of
SARS-CoV-2 Receptor Binding
Domain Reveals Constraints on
Folding and ACE2 Binding. Cell
182, 1295-1310.e20 (2020).

Hakarel Inc. 7-7-18 Saito-asagi, Ibaraki-shi, 567-0085 Japan.
Contact:Telephone. +81-72-657-9980 E-mail. info@hakarel.com

1000



